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Paul Fogel

Consultant
National Institute of statistical sciences
(Washington - Paris, France)

“From whole blood to cell-type corrected read
counts: Achieving blind mixture-deconvolution
and unbiased gene signatures through Non-
Negative Matrix and Tensor Factorization (NMTF),
a versatile machine-learning approach”

Host: JC Sanchez, MEDLAB/DEMED/UNIGE
Info: Jean-Charles.Sanchez@unige.ch
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